extremely high level of morphological variation; nine taxa have been described from Spain and Portugal: S. s. almanzoris, S. s. bejarae, S. s. bernardezi, S. s. crespoi, S. s. fastuosa, S. s. gallaica, S. s. longirostris, S. s. morenica, S. s. terrestris (e.g. Thorn, 1968; Klewen, 1991; Joger and Steinfartz, 1994) . With the exception of S. s. terrestris, all are endemic to Iberia.
The eastern part of the Cantabrian Mountains in northern Spain is classically regarded as part of the range of S. s. fastuosa, while S. s. bejarae inhabits large portions of central Iberia (e.g. Thorn, 1968; Garcia Paris, 1985; Klewen, 1991) . Whereas most schematic distribution maps show S. s. fastuosa and S. s. bejarae occurring together along the southern edge of the Cantabrian Mountains, dot maps (e.g. Salvador, 1985) reveal a considerable lack of fire salamander records in this area of presumed contact. Alcobendas et al. (1996) studied allozyme polymorphisms of fire salamander populations along the northern slopes of the Cantabrian Mountains. In order to clarify which subspecies inhabits the southern slopes of the Cantabrian mountains, four samples of fire salamander larvae were collected along a SE-NW-transect in their eastern part ( fig. 1 ). At each of locations 2 and 3, a recently dead adult fire salamander was found on a road next to the larval habitat. They were deposited in the "Museum und Forschungsinstitut Alexander Koenig, Bonn, Germany" under the registration numbers ZFMK 58524 and ZFMK 58525, respectively. Samples of S. s. fastuosa from Epinal near Pamplona, Spain (sample 5, 48 larvae), S. s. terrestris near L'Ecluse, France (sample 6, 22 larvae) and S. s. salamandra from Deggendorf, Bavaria, Germany (sample 7, 32 larvae) were included in the analysis for comparison. Tailtip homogenates provided 14 enzyme loci for study by means of horizontal starch gel electrophoresis: Ck-1, Ck-2, Gdh, Gpi, ldh, Figure 1 . Allele frequencies at the loci Gpi and Ldh-I in four Salamandra salamandra populations from the Cantabrian Mountains. (1) Small brook near Pancorbo, at the southernmost slope of the Cantabrian Mountains (30 larvae), (2) small mountain brook near Santelices (41 larvae), (3) brook at the Embalse del Ebro (El Seguro; 22 larvae), (4) Entrabasmestas (ditch along a road that crosses the water shed of the Cantabrian Mountains; 20 larvae).
Ldh-1, Ldh-2, Mdh-I, Mdh-2, Me, Pep-I, Pep-2, Pgm, Pk were examined (for technical details see Veith, 1992b) .
In the Cantabrian samples only two loci (Gpi and Ldh-1 ) proved to be polymorphic (table 1) and allele frequencies at both vary clinally. These clines, however, are displaced from each other (see fig. 1 ). Gpid and Ldh-I are the most frequent alleles in S. s. fastuosa from the eastern Pyrenees near Pamplona and in samples 3 and 4. At locus Ldh-1 in population 1 and at locus Gpi in population 2 genotype distributions significantly deviated from Hardy-Weinberg-equilibrium due to a deficit of heterozygous individuals (G-test; P < 0.05 and P < 0.01, respectively).
